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Figure S4. Predicted binding strength of splicing factors ELAVL1, TIA1, SRSF1, and SRSF10 for c.2363T>G transversion using 
DeepCLIP. 
Analysis by DeepCLIP (https://deepclip-web.compbio.sdu.dk/) using the pretrained models of the indicated splicing factors and 85-nt sequences 
(-42/+42 around the variation). The profiles for the different factors (ELAVL1, TIA1, SRSF1, and SRSF10) predict the binding strength of each 
of them for the c.2363T>G transversion (indicated by a gray arrow) versus the relative seq-wt sequence. 

 


