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Figure S1. Distribution of sample collection and sequence submission dates of all sequences in GISAID from the WHO European Region until 10 

July 2020. 

 



Figure S2. Turnaround time between sample collection and sequence submission for all countries in the WHO European Region that have submitted sequences to GISAID 

EpiCoV until 10 July 2020. The green figures indicate the mean turnaround time and the red figures indicate the number of genomes submitted. 

 

  



Figure S3. Distribution of the most common lineages (cov-lineages.org) in the WHO European Region, based on all high-quality genomes in 

GISAID until 10 July 2020. 

 

 


